A new species of the Gekko japonicus group is described from Khammouane Province, central Laos, based on distinct morphological and molecular features. Gekko thakhekensis sp. nov. is distinguished from the remaining congeners by a combination of the following characters: size moderate (SVL 67.6-79.2 mm); nares in contact with rostral; internasals absent; postmentals enlarged; interorbital scales between anterior corners of the eyes 22-26; dorsal tubercles absent; ventral scales between mental and cloacal slit 165-174; midbody scale rows 110-116; ventral scale rows 32-40; subdigital lamellae on first toe 11-13, on fourth toe 14-15; finger and toe webbing present at base, about one fifth of length of digits; tubercles on upper surface of fore and hind limbs absent; precloacal pores 1-5 in males; postcloacal tubercles two; tubercles absent on dorsal surface of tail base; subcaudals enlarged; dorsal surface of body with greyish brown blotches. In molecular analyses, the new species is recovered as a sister taxon to G. scientiadventura, but the two species are separated by approximately 12% divergence as shown by the partial mitochondrial ND2 gene.
Introduction
The diversity of the genus Gekko in Laos is poorly studied. Only three species are currently recognized from this country, namely Gekko gecko (Linnaeus), Gekko scientiadventura Rösler, Ziegler, Vu, Hermann & Böhme (Teynié & David 2010) , and Gekko petricolus Taylor (Bain & Hurley 2011) . Another gekkonid species, G. reevesii (Gray), has been reported to be common in southern China and northern Vietnam (Rösler et al. 2011) . However, the distribution of this species in Laos needs to be confirmed due to its morphological similarity to G. gecko (Linnaeus).
During our recent field surveys in central Laos, two gekkonid specimens were collected in the karst forests of Khammouane Province. Morphologically, these specimens can be assigned to the Gekko japonicus group based on the following features: size moderate; nare in contact with rostral; postcloacal tubercles present; webbing between fingers and toes weakly developed; lateral folds without tubercles; subcaudals enlarged; dorsum with large light blotches and bands (see Rösler et al. 2011; Nguyen et al. 2013) . Our molecular data showed that the specimens
